The interplay between an animal's genes and environment at the molecular level is largely mysterious. Researchers report that, even in a simple yeast model, the two interact in ways that are difficult to predict.
APPlIED PHySICS

Long-lasting memory storage
A data-storage device based on silver ions embedded in glass could theoretically store 180 gigabytes per square centimetre -about 80 times the capacity of a Blu-ray disc.
Lionel Canioni at the University of Bordeaux in France and his team embedded a three-dimensional matrix of silver ions in light-sensitive glass. The ions fluoresce when hit with a laser. The researchers could control the silver's fluorescence at 16 discrete levels, coding information as varying levels of brightness rather than as the binary 'ones' and 'zeroes' that conventional magnetic storage devices use.
The authors managed to store and retrieve micrometresized pictures of three French Nobel prizewinners. Because glass resists wear from temperature and humidity, the
ECology
Climate controls tree growth
Climatic factors such as rainfall, seasonality and temperature have a greater
ECology
Brave fish forage more
Fishing can affect not just the numbers of predators and the behaviour of their prey, but also the distribution of plants at the bottom of the food chain.
Elizabeth Madin, currently at the University of TechnologySydney in Australia, and her colleagues developed a model assuming that a reduction in predators from fishing makes prey species bolder. They are then inclined to forage farther afield.
The authors used the model to accurately predict the spatial distribution of seaweed, which is eaten by the prey fish, on the coral reefs of the northern Line Islands in the Pacific Ocean. Those of Palmyra Atoll, which has seen almost no fishing, had more and larger seaweed patches -indicating less adventurous foraging -than did the intensely fished reefs of Kiritimati Atoll. 
STRUCTURAl BIology
A walk through the genome Genes are regulated in numerous ways; one is the addition of methyl groups to histone proteins, which bind and package up DNA. A study of a viral enzyme that methylates histones suggests that it functions by 'walking' from one methylation site to the next.
The enzyme, called vSET, is found in Paramecium bursaria chlorella virus 1 and suppresses gene expression in the host to aid infection. Hua Wei and Ming-Ming Zhou at Mount Sinai School of Medicine in New York determined the three-dimensional structure of the enzyme and studied how it binds to histones. They surmised that vSET has two binding areas, of which only one can bind to the substrate at a time. Once methylation has occurred at the first binding site, vSET is released at the same time that its second binding area attaches to another site. This 'walking' mechanism allows the enzyme to work efficiently across the whole genome, the authors say.
